S1
. The results of phylogenetic trees of mitochondrial 12S rRNA gene (S1a)) and 16S rRNA gene (S1b)) from 11 species.
S2. The one BLAST result using Fly mitochondrial 12S rRNA and 16S rRNA PCR sequence. The identities of Fly 12S rRNA PCR amplicon sequence and 16S rRNA sequence identities from BLAST are 99% and 99% (Table 3 and S2a) match with Muscina stabulans mitochondrial gene. The Fly 12S rRNA sequence identities is only 94% (S2b) with Pogonota barbata 12S ribosomal RNA gene. So, the Fly is most likely Muscina stabulans, is not Pogonota barbata.
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